
Insert sequence length and convert one-line sequences to fasta format 
 
Purpose: to insert sequence length of one-line sequences and remove sequences with < 
100 bp and convert to fasta format 
Source code: insert_sequence_length.cpp 
Example input file: text_out.txt 
Example output file: text_insert.txt 
 
Instructions: 
1) Compile source code to app called “insert” using the line command: 
 
 g++ insert_sequence_length.cpp -o insert 
 
2) Run the “insert” program by invoking the following line command: 
 
 ./insert  text_out.txt  text_insert.txt 
 


